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SEQPENCE je^^ c«ctP(nFf@ 1 4 OCT 2009 

SEQ ID NO . : 1 : BFA4 cDNA 

ATGGTCCGGAAAAAGAACCCCCCTCK^GAAACGTTGCAAGTGAAGGCGAGGGCCAGA 
5 AGGTATCTGGAAAGAACAAAGAATTCTCTGC^GATCAGA 

AGGAACATAGCTTGCATGTTCAAGATCCATCTTCTAGCAGTAAGAAGGACTTGAAAAGCG 

ATTATGAAAGCCCCAGTAAGGGAGGAAACTTTCCCTCCTTTCCGC^ 

CAGCTGCTGGGGGAGTCTGTCAGCCCTTGAAGTCTCCGCAAAG^ 

GGGACTCACTGGAGACAAAGGAAGATCAGAAGATGTCACCAAAGGCTACAGAGGAAACAGGGCAA 
10 GTCAAGGTTTGAGCCCAGTTTCAGTGGCCTCAAAAAACCCACA 

ACTTACTGGTGAATGACAACCCAGACCCGGCACCTCTGTCTCCA^ 
ACGGCAACGACCCCAC^GATCTGATTAAGCACTTCCGAAAGTAT^ 

ACAG CAAAATC TTGGCCCTTCATAACATGGTGCAGTTCAG CCATTCCAAAGAC1TC CAGAAGGTCAACCGTTCTG TGTTTTCTGGTG 
TGCTGCAGGACATCAATTCTTCAAGGCCTGTTTTACTAAATGGGACCTAT^ 
15 TTGGACGGAAAACACCAGATTGCCAAGGGAACACCAAGTATTTCCGCTGTAAATTCTGCAATTTCACT 
CCGAATTAGAACAACATTTTCTTCAGACTCACCCAAAC^AAATAA 
AAAACTCTAACAAGTCCATCCCTGCACTTCAATCCAGTGATT^ 

GAGATGACACTCCTGTTGGGTACTCAGTGCCCATAAAGCCCCTCGATTCCTCTAGACAAAATGGTACAGAGGCCACCAGTTACTACT 
GGTGTAAATTTTGTAGTTTCAGCTGTGAGTCATCTAGCTC^^ 
20 CAGGCGGCCTTAATCCAGAGTTAAATGATAAGCTTTCCA^ 

AGA(^TGACCAAGAC^GACAAGAGCTCGAGTGGGGCTAAAAAGAAGGACTTCTCCAGCAAGGGAGCCGAGGATAATATGGTAACGA 
GCTATAATTGTCAGTTCTGTGACTTCCGATATTCCAAAAGCCATGGCCCTGATGTAATTGTAGTGGGGCCACTTCTCCGTCATTATC 
AACAGCTCCATAACATTCACAAGTGTACCATTAAACACTGTCCATTCT 

AAATTACTTATCCGTTTGCTTGTAGAAAAAGTAATTGTTCCCACTGTGCACTCTTGCTTCTGCACTTGTCTCCTGGGGCGGCTGGAA 
25 GCTCGCGAGTCAAACATCAGTGCCATCAGTGTTCATTCACCACCCCTGACGTAGATGTACTCCTCTTTCACTATGAAAGTGTGCATG 
AGTCCCAAGCATCGGATGTCAAACAAGAAGCAAATCACCTGCMGGATCGGATGGGCAGCAGTCTGTC 

CATGTACCAAATGTGATTTTATTACCCAAGTGGAAGAAGAGATTTCCCGACACTACAGGAGAGCACACAGCTGCTACAAATGCCGTC 
AGTGCAGTTTTACAGCTGCCGATACTCAGTCACTACTGGAGCACTTCAACACTGTTCACTGCCAGGAACAGGACATCACTACAGCCA 
ACGGCGAAGAGGACGGTCATGCCATATCCACCATCAAAGAGGAGCCCAAAATTGACTTCAGGGTCTACAATCTGCTAACTCCAGA 

30 CTAAAATGGGAGAGCCAGTTTCTGAGAGTGTGGTGAAGAGAGAGAAGCTGGAAGAGAAGGACGGGCTCAAAGAGAAAGTTTGGACCG 
AGAGTTCCAGTGATGACCTTCGCAATGTGACTTGGAGAGGGGCAGACATCCTGCGGGGGAGTCCGTCATACACCCAAGCAAGCCTGG 
GGCTGCTGACGCCTGTGTCTGGCACCCAAGAGCAGACAAAGACTCTAAGGGATAGTCCCMTGTGGAGGCCGCCCATCTGGCGCGAC 
CTATTTATGGCTTGGCTGTGGAAACCAAGGGATTCCTGCAGGGGGCGCCAGCTGGCGGAGAGAAGTCTGGGGCCCTCCCCCAGCAGT 
ATCCTGCATCGGGAGAAAACAAGTCCAAGGATGAATCCCAGTCCCTGTTACGGAGGCGTAGAGGCTCCGGTGTTTTTTGTGCCAATT 

35 ' GCCTGACCACAAAGACCTCTCTCTGGCGAAAGAATGCAAATGGCGGAT^ 

CGACTCCCAGGCCTTTAAACATCATTAAACAAAACAACGGTGAGCAGATTATTAGGAGGAGAACAAGAAAGCGCCTTAACCC^ 
CACTTCAGGCTGAGCAGCTCMCAAACAGCAGAGGGGCAGCAATGAGGAGCAAGT^ 

ATCATCTAACTGAAAGTCACCAGAGAGAAATTCCACTCCCCAGCCTAAGTAAATACGAAGCCCAGGGTTCATTGACTAAAAGCCATT 
CTGCTCAGCAGCCAGTCCTGGTCAGCCAAACTCTGGATATTCACAAAAGGATGCA^ 
40 AAAGTACTGGAGATCCAGGAAATAGTTCATCCGTATCTGAAGGGAAAGGAAGTTCTGAGAGAGGCAGTCCTATAGAAAAGTACATGA 
GACCTGCGAAACACCCAAATTATTCACCACC^GGCAGCCCTATTGAAAAGTACCAGTACCCACTTTTTGGACTTCCCTTTGTACATA 
ATGACTTCCAGAGTGAAGCTGATTGGCTGCGGTTCTGGAGTAAATATAAGCTCTCCGTTCCTGGGAATCCGCACTACTTGAGTCACG 

tgcctggcctaccaaatccttgccaaaactatgtgccttatcccaccttcaatctgcctcctcatttttcagctgttggatcagaca 
atgacattcctctagatttggcgatcaagcattccagacctgggcca 
45 caaatgtaaaaaatgaaggtcccttgaatgtagtaaaaacagagaaagttgat^ 

tgcactgtggcattgtctttctggatgaagtgatgtatgctttgcatatgagttgccatggtgacagtggacctttccagtgcagc^ 

tatgcc^gcatctttgcacggacaaatatgacttcac^cacat^^ 

atggaaaacctaaagagTAA 
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SEQ ID NO. : 2 : BFA4 Amino Acid Sequence 

MVRKKNPPLROTASEGEGQILEPIGTESKVSGKNKEFSADQM 
SKKDLKSAVLSEKAGFNYESPSKGGNFPSFPHDEVTDRNMLAFS 
5 CTPSGDSLETKEDQKMSPKATEETGQAQSGQANCQGLSPVSVASKNPQVPSDGGVRLNKSKTDLLVNDNP 
DPAPLS PELQDFKCNI CGYGYYGNDPTDLI KHFRKYHLGLHNRTRQDAELDSKI LAIiHNMVQFSHSKDFQ 
KVNRSVFSGVLQDINSSRPVLLNGTYDVQVTSGGTFIGIGRKTPDCQGNTKYFRCKFCNFTYMGNSSTEL 
EQHFLQTHPNKIKASLPSSEVAKPSEKNSNKSIPALQSSDSGDLGKWQDKITVKAGDDTPVGYSVPIKPb 
DSSRQNGTEATSYYWCKFCSFSCESSSSLKLLEHYGKQHGAVQSGGLNPELNDKLSRGSVINQNDLAKSS 
10 EGETMTKTDKSSSGAKKKDFSSKGAEDNMVTSYNCQFCDFRYSKSHGPDVIVVGPLLRHYQQLHNIHKCT 
IKHCPFCPRGLCSPEKHLGEITYPFACRKSNCSHCALLLLHLSPGAAGSSRVKHQCHQCSFTTPDVDVLL 
FHYESVHESQASDVKQEANHLQGSDGQQSVKESKEHSCTKCDFITQVEEEISRHYRRAHSCYKCRQCSFT 
AADTQSLLEHFNTVHCQEQDITTANGEEDGHAISTIKEEPKIDFRVYN^ 

EEKDGLKEKVWTESSSDDLRNVTWRGADILRGSPSYTQASLGLLTPVSGTQEQTKTLRDSPNVEAAHLAR 
15 PIYGLAVETKGFLQGAPAGGEKSGALPQQYPASGENKSKDESQSLIiRRRRGSGVFCANCLTTKTSLWRKN 
ANGGYVCNACGLYQKLHSTPRPLNI I KQNNGEQI IRRRTRKRLNPEALQAEQLNKQQRGSNEEQVNGSPL 
ERRSEDHLTESHQREIPLPSLSKYEAQGSLTKSHSAQQPVLVSQTLDIHKRMQPLHIQIKSPQESTGDPG 
NSSSVSEGKGSSERGSPIEKYMRPAKHPNYSPPGSPIEKYQYPLFGLPFVHNDFQSEADWLRFWSKYKLS 
VPGNPHYLSHVPGLPNPCQNYVPYPTFNLPPHFSAVGSDNDIPLDLAIKHSRPGPTANGASKEKTKAPPN 
20 VKNEGPLNWKTEKVDRSTQDELSTKCVHCGIVFLDEVMYALHMSCHGDSGPFQCSICQHLCTDKYDFTT 
H I QRGLHRNNAQVEKNGKPKE 



SEQ ID NO.; 3 : BCY1 cDNA Sequence 

ATGGCCGAGCTGCGCCTGAAGGGCAGCAGCAACACCACGGAGTGTGTTCCCGTGCCCACCTCCGAGCACGTGGCCGAG 
25 ATCGTGGGCAGGCAAGGCTGCAAGATTAAGGCCTTGAGGGCCAAGACCAACACCTACATCAAGACACCGGTGAGGGGC 
GAGGAACCAGTGTTCATGGTGACAGGGCGACGGGAGGACGTGGCCACAGCCCGGCGGGAAATCATCTCAGCAGCGGAG 
CACTTCTCCATGATCCGTGCCTCCCGCAACAAGTCAGGCGCCGCCTTTGGTGTGGCTCCTGCTCTGCCCGGCCAGGTG 
ACCATCCGTGTGCGGGTGCCCTACCGCGTGGTGGGGCTGGTGGTGGGCCCCAAAGGGGCAACCATCAAGCGCATCCAG 
CAGCAAACCAACACATACATTATCACACCAAGCCGTGACCGCGACCCCGTGTTCGAGATCACGGGTGCCCCAGGCAAC 
30 - GTGGAGCGTGCGCGCGAGGAGATCGAGACGCACATCGCGGTGCGCACTGGCAAGATCCTCGAGTACAACAATGAAAAC 
GACTTCCTGGCGGGGAGCCCCGACGCAGCAATCGATAGCCGCTACTCCGACGCCTGGCGGGTGCACCAGCCCGGCTGC 
AAGCCCCTCTCCACCTTCCGGCAGAACAGCCTGGGCTGCATCGGCGAGTGCGGAGTGGACTCTGGCTTTGAGGCCCCA 
CGCCTGGGTGAGCAGGGCGGGGACTTTGGCTACGGCGGGTACCTCTTTCCGGGCTATGGCGTGGGCAAGCAGGATGTG 
TACTACGGCGTGGCCGAGACTAGCCCCCCGCTGTGGGCGGGCCAGGAGAACGCCACGCCCACCTCCGTGCTCTTCTCC 
35 TCTGCCTCCTCCTCCTCCTCCTCTTCCGCCAAGGCCCGCGCTGGGCCCCCGGGCGCACACCGCTCCCCTGCCACTTCC 
GCGGGACCCGAGCTGGCCGGACTCCCGAGGCGCCCCCCGGGAGAGCCGCTCCAGGGCTTCTCTAAACTTGGTGGGGGC 
GGCCTGCGGAGCCCCGGCGGCGGGCGGGATTGCATGGTCTGCTTTGAGAGCGAAGTGACTGCCGCCCTTGTGCCCTGC 
GGACACAACCTGTTCTGCATGGAGTGTGCAGTACGCATCTGCGAGAGGACGGACCCAGAGTGTCCCGTCTGCCACATC 
ACAGCCGCGCAAGCCATCCGAATATTCTCCTAA 



40 



SEQ ID NO . : 4 : BCY1 Amino Acid Sequence 



MAELRLKGSS NTTECVPVPT SEHVAEIVGR QGCKIKALRA KTNTYIKTPV RGEEPVFMVT GRREDVATAR 
REIISAAEHF SMIRASRNKS GAAFGVAPAL PGQVTIRVRV PYRWGLWG PKGATIKRIQ QQTNTYIITP 
45 SRDRDPVFEI TGAPGNVERA REEIETHIAV RTGKILEYNN ENDFLAGSPD AAIDSRYSDA WRVHQPGCKP 
LSTFRQNSLG CIGECGVDSG FEAPRLGEQG GDFGYGGYLF PGYGVGKQDV YYGVAETSPP LWAGQENATP 
TSVLFSSASS SSSSSAKARA GPPGAHRSPA TSAGPELAGL PRRPPGEPLQ GFSKLGGGGL RSPGGGRDCM 
VCFESEVTAA LVPCGHNLFC MECAVRICER TDPECPVCHI TAAQAIRIFS 

50 SEQ ID NO. : 5 : BFAS Nucleotide Sequence 

ATGACAAAGAGGAAGAAGACCATCAACCTTAATATACAAGACGCCCAGAAGAGGACTGCTCTACACTGGGC 
CTGTGTCAATGGCCATGAGGAAGTAGTAACATTTCTGGTAGACAGAAAGTGCCAGCTTGACGTCCTTGATG 
GCGAACACAGGACACCTCTGATGAAGGCTCTACAATGCCATCAGGAGGCTTGTGCAAATATTCTGATAGAT 
55 TCTGGTGCCGATATAAATCTCGTAGATGTGTATGGCAACATGGCTCTCCATTATGCTGTTTATAGTGAGAT 
TTTGTCAGTGGTGGCAAAACTGCTGTCCCATGGTGCAGTCATCGAAGTGCACAACAAGGCTAGCCTCACAC 
CACTTTTACTATCCATAACGAAAAGAAGTGAGCAAATTGTGGAATTTTTGCTGATAAAAAATGCAAATGCG 



2/4 



WO 2004/092212 PCI7IB2004/001701 



aatgcagttaataagtataaatgcacagccctcatgcttgctgtatgtcatggatcatcagagatagttgg 
catgcttcttcagcaaaatgttgacgtctttgctgcagatatatgtggagtaactgcagaacattatgctc 
ttacttgtggatttcatcacattcatgaacAaatt^ 

aataccaatccagaaggaacatctgcaggaacacctgatgaggctgcacccttggcggaaagaacacctga 
cacagctgaaagcttggtggaaaaaa(^cctgatgaggctgcacccttggtggaaagaacacctgacacgg 
ctgaaagcttggtggaaaaaacacctgatgaggctgcatccttggtggagggaacatctgacaaaattcaa 
tgtttggagaaagcgacatctggaaagttcgaacagtcagcagaagaaacacctagggaaattacgagtcc 
tgcaaaagaaacatctgagaaatttacgtggccaggaaaaggaagacctaggaagatcgcatgggagaaaa 
aagaagacacacctagggaaattatgagtcccgcaaaagaaacatctgagaaatttacgtgggcagcaaaa 
ggaagacctaggaagatcgcatgggagaaaaaagaaacacctgtaaagactggatgcgtggcaagagtaac 
atctaataaaactaaagttttggaaaaaggaagatctaagatgattg catgtc ctacaaaagaat catcta 

caaaagcaagtgccaatgatcagaggttcccatcagaatccaaacaagaggaagatgaagaatattcttgt 
gattctcggagtctctttgagagttctgcaaagattcaagtgtgtatacctgagtctatatatcaaaaagt 
aatggagataaatagagaagtagaagagcctcctaagaagccatctgccttcaagcctgccattgaaatgc 
aaaactctgttccaaataaagcctttgaattgaagaatgaacaaacattgagagcagatccgatgttccca 
ccagaatccaaac^a^ggactatgaagaaaattcttgggattctgagagtctctgtgagactgtttcaca 
gaaggatgtgtgtttacccaaggctacacatcaaaaagaaatagataaaataaatggaaaattagaagagt 
ctcctaataaagatggtcttctgaaggctacctgcggaatgaaagtttctattccaactaaagccttagaa 
ttgaaggacatgcaaactttcaaagcggagcctccggggaagccatctgccttcgagcctgccactgaaat 
gcaaaagtctgtcccaaataaagccttggaattgaaaaatgaacaaacatggagagcagatgagatactcc 
catcagaatccaaacaaaaggactatgaagaaaattcttgggatactgagagtctctgtgagactgtttca 
cagaaggatgtgtgtttacccaaggctgcgcatcaaaaagaaatagataaaataaatggaaaattagaagg 
gtctcctgttaaagatggtcttctgaaggctaactgcggaatgaaagtttctattccaactaaagccttag 
aattgatggacatgcaaactttcaaagcagagcctcccgagaagccatctgccttcgagcctgccattgaa 
atgcaaaagtctgttccaaataaagccttggaattgaagaatgaacaaacattgagagcagatgagatact 

CCCATCAGAATCCAAACAAAAGGACTATGAAGAAAGTTCTTGGGATTCTGAGAGTCTCTGTGAGACTGTTT 
CACAGAAGGATGTGTGTTTAC C CAAGGCTACACATCAAAAAGAAATAGATAAAATAAATGGAAAATTAGAA 
GAGTCTCCTGATAATGATGGTTTTCTGAAGGCTCCCTGCAGAATGAAAGTTTCTATTCCAACTAAAGCCTT 
AGAATTGATGGACATGCAAACTTTCAAAGCAGAGCCTCCCGAGAAGCCATCTGCCTTCGAGCCTGCCATTG 
AAATGCAAAAGTCTGTTCCAAATAAAGCCTTGGAATTGAAGAATGAACAAACATTGAGAGCAGATCAGATG 
TTCCCTTCAGAATCAAAACAAAAGAAGGTTGAAGAAAATTCTTGGGATTCTGAGAGTCTCCGTGAGACTGT 
TTCACAGAAGGATGTGTGTGTACCCAAGGCTACACATCAAAAAGAAATGGATAAAATAAGTGGAAAATTAG 
AAGATTCAACTAGCCTATCAAAAATCTTGGATACAGTTCATTCTTGTGAAAGAGCAAGGGAACTTCAAAAA 
GATCACTGTGAACAACGTACAGGAAAAATGGAACAAATGAAAAAGAAGTTTTGTGTACTGAAAAAGAAACT 
GTCAGAAGCAAAAGAAATAAAATCACAGTTAGAGAACCAAAAAGTTAAATGGGAACAAGAGCTCTGCAGTG 
TGAGATTGACTTTAAACCAAGAAGAAGAGAAGAGAAGAAATGCCGATATATTAAATGAAAAAATTAGGGAA 
GAATTAGGAAGAATCGAAGAGCAGCATAGGAAAGAGTTAGAAGTGAAACAACAACTTGAACAGGCTCTCAG 
AATACAAGATATAGAATTGAAGAGTGTAGAAAGTAATTTGAATCAGGTTTCTCACACTCATGAAAATGAAA 
ATTATCTCTTACATGAAAATTGCATGTTGAAAAAGGAAATTGCCATGCTAAAACTGGAAATAGCCACACTG 
AAACACCAATACCAGGAAAAGGAAAATAAATACTTTGAGGACATTAAGATTTTAAAAGAAAAGAATGCTGA 
ACTTCAGATGACCCTAAAACTGAAAGAGGAATCATTAACTAAAAGGGCATCTCAATATAGTGGGCAGCTTA 
AAGTTCTGATAGCTGAGAACACAATGCTCACTTCTAAATTGAAGGAAAAACAAGACAAAGAAATACTAGAG 
GCAGAAATTGAATCACACCATCCTAGACTGGCTTCTGCTGTACAAGACCATGATCAAATTGTGACATCAAG 
AAAAAGTCAAGAACCTGCTTTCCACATTGCAGGAGATGCTTGTTTGCAAAGAAAAATGAATGTTGATGTGA 
GTAGTACGATATATAACAATGAGGTGCTCCATCAACCACTTTCTGAAGCTCAAAGGAAATCCAAAAGCCTA 
AAAATTAATCTCAATTATGCAGGAGATGCTCTAAGAGAAAATACATTGGTTTCAGAACATGCACAAAGAGA 
CCAACGTGAAACACAGTGTCAAATGAAGGAAGCTGAACACATGTATCAAAACGAACAAGATAATGTGAACA 
AACACACTGAACAGCAGGAGTCTCTAGATCAGAAATTATTTCAACTACAAAGCAAAAATATGTGGCTTCAA 
CAGCAATTAGTTCATGCACATAAGAAAGCTGACAACAAAAGCAAGATAACAATTGATATTCATTTTCTTGA 
GAGGAAAATGCAACATCATCTCCTAAAAGAGAAAAATGAGGAGATATTTAATTAC^ATAACCATTTAAAAA 
ACCGTATATATCAATATGAAAAAGAGAAAGCAGAAACAGAAAACTCATGA 

SEQ ID NO. : 6 : BFA5 Amino Acid Sequence 
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MTKRKKTINLNIQDAQKRTALHWACWGHEEVVTFLVDRKCQLD^ 

VDVYGNMALHYAVYSEILSWAKLLSHGAVIETVHNKASLTPLLLSITKRSEQIVEFLLIKNAN 

VCHGSSEI VGMLLQQNVDVFAADI OSVTAEHYAVTCGFHtf IHEQI MEYI RKLSKNHQNTNPEGTSAGTPDEAAPLAER 

TPDTAESLVEKTPDEAAPLVERTPDTAESLVEKTPDEAASLVEGTSDKIQCLEKATSGKFEQSAEETPREITSPAKET 
SEKFTWPAKGRPRKIAWEKKEDTPREIMSPAKETSEKFTWAAKGRPRK 

SKMIACPTKESSTKASANDQRFPSESKQEEDEEYSCDSRSLFESSAKIQVCIPESIYQKVMEINREVEEPPKKPSAFK 
PAIEMQNSVPNKAFELKNEQTLRADPMFPPESKQKDYEENSWDSESLCETVSQKDVCLPKATHQKEIDKINGKLEESP 
NKDGLLKATCGMKVSIPTKALELKDMQTFKAEPPGKPSAFEPATEMQKSVPNKALELKNEQTWRADEILPSESKQKD^ 
EENSWDTESLCETVSQKDVCLPKAAHQKE I DKI NGKLEGS PVKDGLLKANCGMKVS I PTKALELMDMQTFKAE PPEKP 

SAFEPAIEMQKSVPNKALEIiKNEQTLRADEILPSESKQKDYEESSWDSESLCETVSQKDVCLPKATHQKEIDiaNGKi 
EESPDNDGFLKAPCRMKVSIPTKALELMDMQTFKAEPPEKPSAFEPAIEMQKSVPNKALELKNEQTLRADQMFPSESK 
QKKVEENSWDSESLRETVSQKEVCVPKATHQKEMDKISGK^ 

KKKFCVLKKKLSEAKEIKSQLENQKVKWEQELCSVRLTLNQEEEKRRNADILNEKIRE^ 

qalriqdielksvesnlnqvshthenenyllhen™^ 

tlklkeesltkrasqysgqlkvliaentmltsklkekqdkeileaeieshhprlasavqdhdqivtsrksqepafhi^ 
gdaclqrkmnvdvsstiynnevlhqplseaqrkskslkinlnyagdalrentlvsehaqrdqretqcqm 
eqdnwkhteqqesldqklfqlqsknmwlqqqlvhm 
riyqye ke kaetens 
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